stage of the disease. However, clinical trials have shown that only 20 to 60 percent of patients actually respond to treatment. This means that many patients will not benefit from the drugs that are administered. Also, long-term use of analgesics and NSAIDs is associated with adverse reactions and gastro-intestinal side effects. Therefore, identification of more sensitive biomarkers of pre-radiographic joint tissue turnover have the capacity to reflect disease relevant biological activity and provide useful diagnostic and therapeutic information, enabling a more rational, targeted and individualized approach to disease management. The recent proliferation of post-genomic technologies has resulted in rapid growth and progress in biomarker research. Current research on OA biomarkers focuses on identification of biomarkers in urine, serum and synovial fluid using approaches including proteomics, metabolomics, lipidomics, advanced imaging techniques, genomics, epigenomics and transcriptmoics and bioinformatics. This presentation will discuss how these technologies are currently being applied to identify early biomarkers of joint inflammation and tissue damage using 2-D and 3-D culture systems and translating the information for the benefit of human patients. There is considerable interest in developing "combination biomarkers" that include biochemical, immunologic, genetic and imaging data. It is anticipated that "combination biomarkers" will have the diagnostic and prognostic power to predict responses to pharmaceutical agents and non-pharmacological therapies and facilitate patient sub-classification/stratification strategies to increase homogeneity in study and treatment groups. However, the availability of tools and reagents is a major bottleneck in the biomarker pipeline, which has consequences for the development of disease-modifying osteoarthritis drugs (DMOADs).
